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contain one continuous OSF, as shown in Fig. 26. Thf 
polypeptide encoded therein was analysed for sequence 
homoiogy with the region of the non-structural 
polypeptide^ ) in Dengue flavivirus (HNBVDi). The 
analysis used the Dayhoff protein data base, and was 
performed on a counter. The results are shown in Fig . 

the TT, ( " in<U ° ateS *" — * homology' and 
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sequence, the dashes indicate spaces inserted into tta 
sequence to achieve the greatest homoiogies. As seen fro. 
the figure, there is significant homology between the 
sequence encoded in the HCV cDHA, and Z non-structural 
Polypeptide,., of Dengue virus, m .^eion to tTh^oi- 

eLdedT 42 ' mS3m " ° f th9 Polypeptide segZt 

encoded in a region towards the 3--en d of the cDHA also 
contained sconces which are homologous to sequences in 
ths Dengue poiymerase. Of consequence is the «nd"g that 
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essential for RHA-dependent HNA polymerases is contained 
in the polypeptide encoded in HCV cDHA, in a location 
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